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FUNCTIONS 

2007-  Research Director at Inria Saclay 

1998-2007  Professor of Mathematics, University Paris Descartes 

1991-1998 Maître de Conférences of Mathematics, University Paris Descartes 

 

 

ACTIVITIES 

2016-  Professor (part time) at Ecole Polytechnique 

2016- Head of the joint Inria-CMAP team Xpop 

2015- Adjunct Professor, University of Florida 

2015- Adjunct Professor, University of Buffalo 

2013- Member of the Comité de Sélection des Programmes (CSP), IHP 

2011- Head of Scientific Advisory Board, Lixoft 

2009- Member of the High Council for Biotechnology 

2007-2011 Director of the GdR (CNRS Research Group) “Statistics and Health”  

2008-2011 Leader of the MONOLIX software development project 

2003-2006 Chargé de Mission at the Ministry of Research. 

 

 

EDUCATION 

1997 Habilitation à Diriger des Recherches, University Paris Sud (Orsay) 

1991 PhD in Mathematics, University Paris Sud  

 

 

SUPERVISION 

1997- PhD: 11 students 

 

 

AWARDS 

2015 Innovation award, International Society of Pharmacometrics (IsoP) 

2015 Prix de l’Innovation, Académie des Sciences - Inria - Dassault Systèmes 
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OTHER 

 

1. mlxR: a R package for the simulation and visualization of longitudinal data 

http://simulx.webpopix.org 

 

2. Introduction to the population approach 

http://model.webpopix.org/movies/PopulationApproach.swf 

 

3. Introduction to PK modeling 

http://model.webpopix.org/movies/PKmodelling.swf 

 

4. WikiPopix: Mixed Effects for the Population Approach. Models, Tasks, Methods & 

Tools 

https://wiki.inria.fr/popix 
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