
ID Term

hsa05206 MicroRNAs in cancer

hsa04151 PI3K-Akt signaling pathway

hsa05200 Pathways in cancer

hsa05205 Proteoglycans in cancer

hsa04068 FoxO signaling pathway

hsa05202 Transcriptional misregulation in cancer



ID Term

GO:0071345 Cellular response to cytokine stimulus 

GO:0019221 Cytokine-mediated signaling pathway 

GO:0045892 Regative regulation of transcription, DNA-
templated 

GO:0006357 Regulation of transcription from RNA polymerase
II promoter 

GO:0000122 Negative regulation of transcription from RNA 
polymerase II promoter 

GO:0048522 Positive regulation of cellular process 



ID Term

GO:0071437 Invadopodium 

GO:0005741 Mitochondrial outer membrane 

GO:0005925 Focal adhesion 

GO:0031410 Cytoplasmic vesicle 

GO:0005901 Caveola 

GO:0030175 Filopodium 

GO:0098858 Actin-based cell projection 



ID Term

GO:0031625 Ubiquitin protein ligase binding 

GO:0002020 Protease binding 

GO:0003779 Actin binding 

GO:0044389 Ubiquitin-like protein ligase binding 

GO:0001227 Transcriptional repressor activity, RNA 
polymerase II transcription regulatory region 
sequence-specific binding 

GO:0008191 Metalloendopeptidase inhibitor activity 

GO:0070513 Death domain binding 


